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IS
W, £ x"é%ﬁ% Ik, M=, BEE , xMEih
GITVYEHRF HF R, LT KiE 116600)
[ : DNA : 26 26 4
. . 10 DNA , PCR , ,
. : 36 Irs 641 bb 641 bp 639 bl 630~ 631
bp 625~ 626 bP  GenBank . 995,
955, 98 296 ~ 99 22%. s
ITS ’
[ ] ; IS
Arctiun Jappa ], 1
, , 11 DNA
s , 1, .
. - DNA CTAB
A tamentosm Mil], Onopordun , ,
acantum [, Silybum ma rjanum (GGaerm _ (0.2 mop I ' EDTA
Amorha frutjcosa [, = 0 1 mof L' Imu PHg q 1. 4 mok L' NaCl
( II$ nemal manscrbed %pacel) 25 CIAB  65°C 40 min
18S  26S DNA 58S 1. 5% B- 10 min ,
s, 1% IS , - (24:1)
, TS 10 min 10 m 1
DNA AN - (241) 10 min
EC |7%1’ s 10 min 1/10 3 mol- [!
NaAc¢) , . —20C 20
v s min . 10 min 75%
, ta DNA ITIS , 2, . ,
I 12 [78] 2
HS )
[ 12-15] S P R(P 5 " CGTAACAAGGTTICOGTAGGT
’ ’ GAAC3'  18S ; By 5 -TTATTGATATGCITA
AACTCAGOGGG3 ' 26S ). I3 i
[ | 20100919004 ( IS, 5'-AGAAGTCGTAACAAGGITICCGTAGG3
[ ] ‘ (2006BADO9RO2 g 5 UTCCTCCGCTTATIGATATGCS
6); (2005DKA21004); FCR
[(2009A496]), ( YXR(0920) ITSL IS
Tel (0411) 87586028 13 KR FCR 50 1+ 1
[ ] S 5 1 L10x PCR Buffef M&" 1110 ~25
. Tel(0411) 87586004, E-mail xu(@ hutm edu cn ng og2prLTad (1 U, N5 pL
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1 JIN) GenBank
No GenBank
Arctium Jappa HLJ . Fh49881
HLD . F 149890
HL B . Fh49877
I . F 149868
2 . Fh49879
I3 . Fh49874
Ji4 . F 149876
IN] . F 149878
N2 . F 149873
IN3 . F 149870
Al . Fh49871
Zp . F 149883
IS . F 149889
SX1 . F 149875
SX2 . F 149884
GS| . F 149869
G . F 149880
GS3 . F 149887
G . F 149865
D F 149886
G Fh49872
S22 Fh49885
HB| F 149867
HBp F 149888
HB3 F 149866
HN F 149882
A tmentosun Xk GQ81034
Xk GQ81035
Onopordum acan th um X GQ81031
Xh GQ81032
XB GQ81033
Sil¥bun m arjanum SY1 GQ81036
SY2 GQ81037
SY3 GQ81038
Amorpha fruticosa SY GQ81029
DL GQ81030
50 ddd O . ( PCR ): BIAST | Clus@aX( 1. 81) ,
94 C g min : 94 C Mageg o
| min 57 Cami 72 C 3 min 2
35 ) 72 °C 10 mi 2.1 I1S
1.4 . 26 Ir's s
DNA PGVIT , NCBI GenBank ,
. L. ITS , 641 bP
TOPIo , G+C 59. 13% ~59.59%, IS 256 bP
. G+C 58.59% ~59.38%, IR 221
1.5 IIS s bp G+ C 63.35% ~64. 71%.
( ) . Méagey. Q Nucletde Maxinum Campos;te
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L kelihood Model , , 2 JIN ,
0. 000 0 ~0. 009 § URGMA 4
0. 003 2 JIN .1 S HB 1IN G3 HB, G
0.990 6 ~1. 000 O, , INy, JIy, HLJ, HB3 HLp HN S SC, Zp HLE
s , Zh G 1Ny 4 N3 G, SNy IS N2 SO
s 99%. X4 X5 ; o)
2.2 ITS 4 X Xp XB ; 3 SY2 SY);, SY3
. . . 10 ; 4 SY DL 3
, s : ry I 100%6. 1 2 ,
PCR | GenBank , 98%,
641 bR 639 bP
630~631 b 625 ~ 626 bR .
. . 954, s
99%%. , IS
98.29% ~99, 227,
2 s %
Arctum Jappa A tmenosm (Onopordun  acanthjum SilYbum marjanum Amoha fruticosa
Arctiun Jappa 99, 06 ~100
A mentosun 98.29~99. 22 99 53
Onopordum acant jum 89. 64~90. 73 89 80 ~90. 42 99. 37~ 9. 84
SiPbun marianumn 85. 96 ~86. 73 85 82 ~86. 11 90. 48 ~ 90. 94 99.52 ~99. 84
Amomha frutjcosa 65. 03~66. 57 63 53 ~67. 12 64. 38~ 5. 72 63. 64 ~64. 98 97. 60
— — ?'I% [ —
— — G2 2007, 3(9): 7.
e [ 4] Shilin Chen HuiYao JianpingHan et Validaton of he TS
— — iﬁ‘:l region as a nove] DNA bamode for identiing medicinal plant
100| () >1\ specie ], PlsOne 201 15 8613,
Zj2
— — ?‘:‘: [ 5] DNA [ Dy.
e —y 1 & . . 1998,
4 — oo
— Lt [ — , 2006 8(5): 58
———gl——— X ¥ DNA
- l@r'* —- ‘Q“}( [ 7] s .
E— []. : . 2005 29
) w——R1 b (6): 617
R E— ) —_ 2 R
[ 8] s
A i G ; D ) E [ . 2010, 28 (4): 737.
1 IS [ 9] : L DNA TS
ASPCR . : , 2007 30
[ ] (7): 89.
[ 1] .1 §. 2010 66 [ 10] , s
[ 2] , [J. , 2007, 32(8): 668.
3 [M. 1997, [11] DNA 'S
46. (1. , 2003 30(5): 329,
[ 3] DNA barcoding ) [12] [
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[13] DuDQ KantTG Xul, et Ecopgica] suitahility of Arctium []. , 2010, 35( 4); 251
lappa [, and iss sujable cultvaton regons in Ching J). Plant [ 15] , , Lo (1.

Med 2009, 75 420 , 2010, 32( 4). 95.

Identification of traditpnalm edicine« Fructus A rctiy
bY nuclear rihosan a|DNA II'S sequences

XU Liang DOU Dediang WANG Bing YANG Yanyun KANG Tng&ud® LU Yangna
( LamingUnivesity of Traditima] ChineseMedicine Dalian1660q China)

[ Abstrac} ()bjective:: To identiy the traditonalmedicine Fructus Arctii fram jts adujtermnts by TS Method Twenflsix
samples of the differentFructus A rctijmaterijals and 1) sanp es of the adulterants of he fruits of A tmentosum ()nopordum aa—mtitrr}
SilYbum mariamn} and Amorpbha fruticosa were collected The ©ta] DNA of the samples were exuactec’l ampPlified cloned and se
quenced Result IS sequenceswere th@ined fran g samp les respective]y there were Fructus Arctii g41 bE A tamentosum g4
bP Onopordun acantim 39 bP Silbum mar@anum 3(0-63] bP Amorha fruticosa 625626 bP Which were registered in he Gen
Bank The simijlarity in [IS sequences heween Frucus Arctij and the adulterants was Jess han 95%. In con trast the similarity be
ween any pajr of Frucus Arctijwas greater thangg%. The sinilarity wasgg 294 -99. 224 beween Fucwus Arctij and A tanen
sum  PhYlgeny tree reconstruction using UPGMA analysis based on TS nucleotide sequences can effective]y d istin€uish Fructus A rctii
fran adu leran ts Conc]usior:l IT'S sedquences can he used as a religh e mojecularmarker r the identificatin of Fructus A rctj

[ Key wo rdS] Fructus Arcti’i IS ScQucncc;% molecular gdentjficaton

doi 10 4268/ CiaMM20110324
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